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FIRST CALL FOR PAPERS

The CMSB (Computational Methods in Systems Biology) con-
ference series was established in 2003 to help catalyze the con-
vergence of modellers, physicists, mathematicians, and theoret-
ical computer scientists (from fields such as language design,
concurrency theory, program verification) with molecular biol-
ogists, physicians and neuroscientists interested in a systems-
level understanding of cellular physiology and pathology.

CMSB 2009 solicits original research articles, surveys of cur-
rent research and posters. These may cover theoretical or ap-
plied contributions that are motivated by a biological question
and can demonstrate actual or potential usefulness towards
answering that question. Additionally, they may cover mod-
els of computation inspired by biological processes; of which
the motivation may be either computational or biological. In
particular, relevant case studies and open biological questions
that demand modelling of systems are of significant interest.

Topics of interest (biological systems and networks: inference,
properties, modelling, dynamics, simulation and reverse engi-
neering) include, but are not limited to: Modelling:

• Re-engineering and synthesis of biological systems and
networks

• Definition and study of theoretical properties of
biologically-inspired formal languages

• Qualitative and quantitative languages and calculi

• Theoretical comparisons between different formal models
of cellular processes

• Models including symbolic evolution and learning

• Spatial, multi-level, and multi-formalism modeling

Simulation/Analysis:

• Simulation and analysis methods for computational biol-
ogy

• Biologically-inspired extensions to concurrency theory,
constraint programming, logical methods or language
equivalences

• Emergence of properties in complex biological systems

• Parallel, distributed, and multi-resolution simulation
methods

• Methods to predict biological network behavior from in-
complete information

Tools/Frameworks/Libraries:

• Modelling, analysis and simulation tools

• Differential, discrete and/or stochastic modeling-
language frameworks

• Visualization methods for computational biology

• Biological databases and exchange formats for biological
data and standards

Applications:

• Detailed biological case-studies on which formal models
successfully apply

• Computer models in nano-sciences applied to biological
domains

• Model-driven analysis of biological systems

Submission

The CMSB 2009 conference solicits high quality full
papers reporting research results and/or experience re-
ports related to the topics mentioned above. All pa-
pers must be original, unpublished, and not submit-
ted for publication elsewhere. Contributions should
be submitted electronically as PDF via Easychair at
http://www.easychair.org/conferences/?conf=cmsb09, using
the Springer LNCS style. Papers should not exceed 15 pages
in length. If necessary, the paper may be supplemented with
a clearly marked appendix, which will be reviewed at the dis-
cretion of the program committee.

The proceedings of the conference will be published with
Springer under the series named Lecture Notes in Bioinfor-
matics, sub-series of Lecture Notes in Computer Science. The
best papers presented at the Conference will be selected for a
special issue of the journal Theoretical Computer Science - C
(Theory of Natural Computing).

Important Dates

March, 20: Submission of abstract of the full
paper to be submitted

March, 27: Submission of full papers
May, 18: Notification of paper acceptance
June, 15: Revised version of papers
Aug. 31 – Sept. 1: Conference
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